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(2) & % %3 (anaerobic) : ¥ F|25* f& (lactate) ~ 2 ATP
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1. § % BEeEipi i (glucose — glucose 6-phosphate)
(1) f¥% : hexokinase (I/IV) (** # L 15)
(2) %% @ *tglucosesh HLpK i~ ¥ F #emEf 1 0 A 2 GOP
(3) # 4 © hexokinase (I) € # & 4 GOP | & i7
° t“ﬁ&?— i@ 3 AV i
© Kinase : j§cfie » (24P > 2 & Mg  pa e
2. Fifs » BB HEERR 5 % (glucose 6-phosphate — fructose 6-phosphate)
(1) f¥% : phosphohexose isomerase
(2) %% : glucose 6-phosphate (5 #%) #& % % fructose 6-phosphate ([ #%)
© pEpr = ¥ - 323 ¢ F A enediol 2 2
3. BhFL % ¥R =X FRfL 1 (fructose 6-phosphate — fructose 1,6-bisphosphate)
(1) f¥% : phosphofructokinase-1 (PFK-1)
(2) % %  fructose 6-phosphate # — BL gl = B 3 F gipc 12 - & 2 fructose 1,6-
bisphosphate
(3) 4y - e ¥ 3 &PFK-2 > H 2 4~ F26BP ¢ R i2PFK-118* ; ATP¥ #r4|PFK-1
° LLHJ;%— I e SR € ]
4. = Bips % #E 4 f% (fructose 1,6-bisphosphate — DHAP + G3P)
(1) p¥% : aldolase (F1,6BP aldolase)
(2) % A 4 dihydroxyacetone phosphate % glyceraldehyde 3-phosphate
© ¢ F J& 5 aldol condensationz_ 3% & &
© P Fpd it R EAT e (BTGP T ERF it A
R F v 1)
© FL6BP et » w4t pihAd =8 € &
5. Fafe = sk ek 7 % (dihydroxyacetone phosphate — glyceraldehyde 3-phosphate)
(1) f¥% : triose phosphate isomerase
(2) %% : G3P{rDHAP# [ 7 & 4~ cnik % » & 2 213 G3P (FE#%)
BEFFE S D EWHE2BATP » 253248 F 0G3P
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6. B pE Y i ;E (G3P) erf it
(1) p¥% : glyceraldehyde 3-phosphate dehydrogenase
(2) %% G3P (H#pF) &+ Pi> 3,3 & F i gipiéE 1, 3 bisphosphoglycerate (4 #
fé) > 5% FNADH+H"
(3) #F*¥ %2 : NAD'— NADH + H' (*2)
© pEr iy 9Cys 2 His> V3R F@H > 222 T F R (F 1)
© &1 ~F4lF &
s (AsOs)® 4 1 &4 % 2 1-Arseno-phosphoglycerate » & 3 & 4 3-PG # #r 4]
B PL 1 3B
BeiE % TH > A23-PG> “2BATP (iodoacetate ~ Hg — fE2 45
7. % & it & 4 (1, 3 bisphosphoglycerate) #& #% £ f4 2 (1, 3 bisphosphoglycerate — 3-PG)
(1) f¥% : phosphoglycerate kinase
(2) ®% 3 i miphéEE 4 2 ADP - A& 4 3-phosphoglycerate (3-PG) (*2) 3 ATP (*2)
© Kinase : j§cfis » p2E4PiE# > 3 & Mg  pa 04
8. Ffa b fheris F P BEEL 14 4% (3-phosphoglycerate — 2-phosphoglycerate)
(1) f¥% : phosphoglycerate mutase
(2) 3% = SR SWARIIHEAS 3 - Bt > & 4 2-PG (*2)
© »HAHFE Mg* e g2
9. BipaH ¥ fx (2-PG) 7%k & J& (2-phosphoglycerate — phosphoenolpyruvate)
(1) f¥% : enolase
(2) &% 1 m-kA;a F 4t it & 4 phosphoenolpyruvate (PEP) (*2)
© s i
10. & & it & ¥ (phosphoenolpyruvate) #& #5 £ % 12 (phosphoenolpyruvate — pyruvate)
(1) p¥% : pyruvate kinase
(2) %% © B i AAFRAEHES 1 ADPY o A 4 pyruvate (*2) 2 ATP (¥2)
© Kinase : j§cfiF » t2E4PiE# > 3 & Mg* b2 04
° ,}Lﬂ},ﬂ?—- i3 A F i
R EBE LS £ 324BATP > 45324 5 (ANADH + H' » 2 3 4 3 ¢hipyruvate
m

(1) 42 (ATP) % 2 : % 31 - 3
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